parameter with Gamma-distribution; NS, Tamura 3-parameter with Gamma-distribution) of each segment for ML trees were computed by MEGA 6 software package (4, 5) . The test of phylogeny was estimated by bootstrap analysis with 1000 replication. Phylogenetic trees constructed for the PB2, PB1, PA, HA, NP, NA, M and NS segments are shown in Figure 2 and online Technical Appendix Figure. 
Histopathologic and Immunohistochemical Test
Collected tissues (brain, heart, lung, spleen, kidney, liver, pancreas, intestine) were fixed for 24 hours in 10% buffered neutral formalin and processed for paraffin embedding. Paraffinembedded sections were cut (4 µm), dewaxed, and stained with hematoxylin and eosin. 
